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3 <110> APPLICANT: Margolis, David M. 

4 Romerio, Fabio 

5 Coull, Jason J. 

7 <120> TITLE OF INVENTION: HIV TRANSCRIPTION REPRESSOR COMPLEX AND COMPOSITIONS AND 
METHODS 

8 BASED THEREON 

10 <130> FILE REFERENCE: 5470-451 

12 <140> CURRENT APPLICATION NUMBER: US 09/611,949 

13 <141> CURRENT FILING DATE: 2000-07-06 

15 <150> PRIOR APPLICATION NUMBER: PCT/US98/00574 

16 <151> PRIOR FILING DATE: 1998-01-13 

18 <150> PRIOR APPLICATION NUMBER: US 60/036,242 

19 <151> PRIOR FILING DATE: 1997-01-23 

21 <160> NUMBER OF SEQ ID NOS : 7 \ 
23 <170> SOFTWARE: PatentIn version 3.3 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 200 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Human immunodeficiency virus 
3 0 <4 00> SEQUENCE: 1 

31 caagggactt tccgctgggg actttccagg gaggcgtggc ctgggcggga ctggggagtg 60 
33 gcgagccctc agatgctgca tataagcagc tgctttttgc ctgtactggg tctctctggt 120 
35 tagaccagat ttgagcctgg gagctctctg gctaactagg gaacccactg cttaagcctc 180 
37 aataaagctt gccttgagtg 200 

40 <210> SEQ ID NO: 2 

41 <211> LENGTH: 2353 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Homo sapiens 
46 <220> FEATURE: 

CDS 

(241) . . (1482) 
2 

51 cgccgagacg agcagcggcc gagcgagcgc gggcgcgggc gcaccgaggc gagggaggcg 60 
53 gggaagcccc gccgccgccg ccccgcccgc cccttccccc gccgcccgcc ccctctcccc 120 
55 ccgcccgctc gccgccttcc tccctctgcc ttccttcccc acggccggcc gcctcctcgc 180 
57 ccgcccgccc gcagccgagg agccgaggcc gccgcggccg tggcggcgga gccctcagcc 240 

59 atg gcc teg ggc gac acc etc tac ate gee acg gae ggc teg gag atg 288 

60 Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 

61 1 5 10 15 

63 ceg gee gag ate gtg gag ctg eae gag ate gag gtg gag ace ate ccg 336 

64 Pro Ala Glu lie Val Glu Leu His Glu lie Glu Val Glu Thr He Pro 

65 20 25 30 

67 gtg gag ace ate gag ace aca gtg gtg ggc gag gag gag gag gag gac 3 84 

68 Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu Glu Glu Asp 



47 <221> NAME/KEY 

48 <222> LOCATION 
50 <400> SEQUENCE 
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69 35 40 45 

71 gac gac gac gag gac ggc ggc ggt ggc gac cac ggc ggc ggg ggc ggc 432 

72 Asp Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 

73 50 55 60 

75 cac ggg cac gcc ggc cac cac cac cac cac cat cac cac cac cac cac 480 

76 His Gly His Ala Gly His His His His His His His His His His His 

77 65 70 75 80 

79 ccg ccc atg ate get ctg cag ccg ctg gtc acc gac gac ccg acc cag 528 

80 Pro Pro Met lie Ala Leu Gin Pro Leu Val Thr Asp Asp Pro Thr Gin 

81 85 90 95 

83 gtg cac cac cac cag gag gtg ate ctg gtg cag acg cgc gag gag gtg 576 

84 Val His His His Gin Glu Val lie Leu Val Gin Thr Arg Glu Glu Val 

85 100 105 110 

87 gtg ggc ggc gac gac teg gac ggg ctg cgc gcc gag gac ggc tte gag 624 

88 Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly Phe Glu 

89 115 120 125 

91 gat cag att etc ate ccg gtg ccc gcg ccg gcc ggc ggc gac gac gac 672 

92 Asp Gin lie Leu lie Pro Val Pro Ala Pro Ala Gly Gly Asp Asp Asp 

93 130 135 140 

95 tac att gaa caa acg ctg gtc acc gtg gcg gcg gcc ggc aag age ggc 72 0 

96 Tyr He Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys Ser Gly 

97 145 150 155 160 

99 ggc ggc ggc teg teg teg teg gga ggc ggc cgc gtc aag aag ggc ggc 768 

100 Gly Gly Gly Ser Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 

101 165 170 175 

103 ggc aag aag age ggc aag aag agt tac etc age ggc ggg gee ggc gcg 816 

104 Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Ser Gly Gly Ala Gly Ala 

105 180 185 190 

107 gcg ggc ggg cgc ggc gcc gac ccg ggc aac aag aag tgg gag cag aag 864 

108 Ala Gly Gly Arg Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 

109 195 200 205 

111 cag gtg cag ate aag acc ctg gag ggc gag ttc teg gtc acc atg tgg 912 

112 Gin Val Gin He Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp 

113 210 215 220 

115 tec tea gat gaa aaa aaa gat att gac cat gag aca gtg gtt gaa gaa 960 

116 Ser Ser Asp Glu Lys Lys Asp He Asp His Glu Thr Val Val Glu Glu 

117 225 230 235 240 

119 cag ate att gga gag aac tea cet cet gat tat tea gaa tat atg aca 1008 
12 0 Gin He He Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
121 245 250 255 

123 gga aag aaa ett cet cet gga gga ata cet ggc att gac etc tea gat 1056 

124 Gly Lys Lys Leu Pro Pro Gly Gly He Pro Gly He Asp Leu Ser Asp 

125 260 265 270 

127 ccc aaa caa ctg gea gaa ttt get aga atg aag cca aga aaa att aaa 1104 
12 8 Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys He Lys 
129 275 280 285 

131 gaa gat gat get cca aga aca ata get tgc cet cat aaa ggc tgc aca 1152 

132 Glu Asp Asp Ala Pro Arg Thr He Ala Cys Pro His Lys Gly Cys Thr 

133 290 295 300 
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163 tgaaaagaag agagaagace cttctcgace aegggaagca tettccagaa gtgtgattgg 1542 

165 gaataaatat geetcteett tgtatattat ttctaggaag aattttaaaa atgaatccta 1602 

167 cacacctaag ggaeatgttt tgataaagta gtaaaaatta aaaaaaaaaa aetttaetaa 1662 

169 gatgacattg etaagatgct ctatcttget etgtaatetc gtttcaaaaa cacagtgttt 1722 

171 ttgtaaagtg tggtcccaac aggaggacaa ttcatgaact tegcatcaaa agaeaattct 1782 

173 ttatacaaca gtgctaaaaa tgggacttet tttcacatte ttataaatat gaageteacc 1842 

175 tgttgcttac aattttttta attttgtatt ttecaagtgt gcatattgta cacttttttg 1902 

177 gggatatget tagtaatgct acgtgtgatt tttctggagg ttgataactt tgettgcagt 1962 

179 agattttctt taaaagaatg ggcagttaca tgeatacttc aaaagtattt tcctgtaaaa 2022 

181 aaaaaaaaag ttatataggt tttgtttget atettaattt tggttgtatt ctttgatgtt 2082 

183 aacaeatttt gtataattgt ategtatage tgtattgaat catgtagtat caaatattag 2142 

185 atgtgattta atagtgttaa teaatttaaa eccattttag teactttttt tttccaaaaa 2202 

187 aatactgeca gatgetgatg tteagtgtaa tttctttgee tgttcagtta eagaaagtgg 2262 

189 tgctcagttg tagaatgtat tgtacetttt aacacctgat gtgtacatcc catgtaacag 2322 
191 aaagggcaac aataaaatag caatcctaaa g 2353 

194 <210> SEQ ID NO: 3 

195 <211> LENGTH: 414 

196 <212> TYPE: PRT 

197 <213> ORGANISM: Homo sapiens 
199 <400> SEQUENCE: 3 

201 Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 

202 1 5 10 15 

205 Pro Ala Glu He Val Glu Leu His Glu He Glu Val Glu Thr He Pro 

206 20 25 30 

209 Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu Glu Glu Asp 

210 35 40 45 

213 Asp Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 

214 50 55 60 
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